ABSTRACT Enterobacter spp. have been implicated as opportunistic pathogens which over the years have gained resistance toward most of the available therapeutic drugs. We sequenced two multidrug-resistant Enterobacter cloacae isolates harboring multiple efflux pump genes. These isolates exhibited strain-specific modulation of efflux pump protein expression.
total of 822,417,719 and 859,537,668 bases were obtained in the form of 2,444,256 and 2,549,556 reads, with average read lengths of 336 and 337 bp for EspIMS6 and DL4.3, respectively. The reads were assembled using the SPAdes algorithm version 3.1.0 (4) into 203 and 145 contigs, with average sizes of 148,694 and 122,602 bases for EspIMS6 and DL4.3, respectively.
The genomes were uploaded to the Rapid Annotations using Subsystems Technology (RAST) server (5, 6 ) that was used to annotate the genomes, which were 5,296,869 and 4,820,048 bp in size, with 54.7% and 54.9% GϩC content for EspIMS6 and DL4.3, respectively. EspIMS6 and DL4.3 were found to have 5,013 and 4,545 protein-coding genes, of which 4,006 and 3,731 were assigned functions, respectively. Further, 102 and 104 genes were found to code for RNA in EspIMS6 and DL4.3, respectively. Additionally, the sequences have been submitted to the Prokaryotic Genome Annotation Pipeline (PGAP) (7) . The availability of genome sequences would enable us to undertake genomic comparisons of Enterobacter cloacae isolates from nonclinical and clinical sources.
Accession number(s).
This whole-genome shotgun project has been deposited in DDBJ/EMBL/GenBank under the accession numbers NMPX00000000 and NRIS00000000 for Enterobacter cloacae isolates DL4.3 and EspIMS6, respectively. The versions presented here are the first draft versions for both the genomes and are publicly available.
ACKNOWLEDGMENTS
The study was supported by intramural funding from the Department of Atomic Energy to the National Institute of Science Education and Research, Bhubaneswar to H.M. M.M. received an INSPIRE fellowship from the Department of Science and Technology, New Delhi (grant IF110739).
S.P. received a fellowship for doctoral studies from the Department of Atomic Energy through the National Institute of Science Education and Research, Bhubaneswar.
We acknowledge the support extended by Atima Agarwal, Ashish George, Pravin Nilawe, and the team at Thermo Fisher Scientific (India), Gurgaon, India, toward successful completion of this project.
